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<210> 1 

<211> 909 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . . (900) 



<400> 1 

gaattcatta aagaggagaa attaacc atg aaa tetc eta ttg cct acg gca gec 

Met Lys TyrvLeu Leu Pro Thr Ala Ala 

1 \ 5 



54 



get ggc ttg ctg ctg ctg gca get cag ccg gec atg gcg cag gtg cag 
Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met Ala Gin Val Gin 
10 15 20 \ 25 



102 



ctg cag cag tct ggg get gaa ctg gca aga cct ggg gec tea gtg aag 
Leu Gin Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly AlaXSer Val Lys 
30 35 \ 40 



150 



atg tec tgc aag get tct ggc tac acc ttt act agg tac acg\atg cac 
Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Thr Met His 
45 50 55 



198 



tgg gta aaa cag agg cct gga cag ggt ctg gaa tgg att gga tac astt 
Trp Val Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp lie Gly Tyr ire 
60 65 70 



246 



aat cct age cgt ggt tat act aat tac aat cag aag ttc aag gac aag 
Asn Pro Ser Arg Gly Tyr Thr Asn Tyr Asn Gin Lys Phe Lys Asp Lys 
75 80 85 



294 



gcc $ca ttg act aca gac aaa tec tec age aca gee tac atg caa ctg 
Ala Thr Leu Thr Thr Asp Lys Ser Ser Ser Thr Ala Tyr Met Gin Leu 
90 \ 95 100 105 



342 



age age ctg 
Ser Ser Leu T 



ca tct gag gac tct gca gtc tat tac tgt gca aga tat 
Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala Arg Tyr 
110 115 120 



390 



tat gat gat cat \ tac age ctt gac tac tgg ggc caa ggc ace act etc 
Tyr Asp Asp His Vyr Ser Leu Asp Tyr Trp Gly Gin Gly Thr Thr Leu 
125 \ 130 135 



438 



aca gtc tec tea gcc aaa aca aca ccc aag ctt gaa gaa ggt gaa ttt 
Thr Val Ser Ser Ala Lys Thr Thr Pro Lys Leu Glu Glu Gly Glu Phe 
140 \ 145 150 



486 



tea gaa gca cgc gta gat ate gtg etc act cag tct cca gca ate atg 
Ser Glu Ala Arg Val Asp lie Val Leu Thr Gin Ser Pro Ala lie Met 
155 \ 160 165 



534 



tct gca tct cca ggg gagy aag gtc acc atg ace tgc agt gcc age tea 
Ser Ala Ser Pro Gly GluVLys Val Thr Met Thr Cys Ser Ala Ser Ser 
170 175 \ 180 185 



582 



agt gta agt tac atg aac t§g tac cag cag aag tea ggc acc tec ccc 
Ser Val Ser Tyr Met Asn Trp Tyr Gin Gin Lys Ser Gly Thr Ser Pro 
190 \ 195 200 



630 



aaa aga tgg att tat gac aca tec aaa ctg get tct gga gtc cct get 
Lys Arg Trp lie Tyr Asp Thr SeY Lys Leu Ala Ser Gly Val Pro Ala 
205 \ 210 215 



678 



cac ttc agg ggc agt ggg tct ggg acc tct tac tct etc aca ate age 
His Phe Arg Gly Ser Gly Ser Gly tW Ser Tyr Ser Leu Thr lie Ser 
220 225 \ 230 



726 



ggc atg gag get gaa gat get gcc act tat tac tgc cag cag tgg agt 
Gly Met Glu Ala Glu Asp Ala Ala Thr Tyr Tyr Cys Gin Gin Trp Ser 
235 240 \ 245 



774 



agt aac cca ttc acg ttc ggc teg ggg aca^aag ttg gaa ata aac egg 
Ser Asn Pro Phe Thr Phe Gly Ser Gly Thr Lys Leu Glu lie Asn Arg 
250 255 2GQ 265 



822 



get gat act gca cca act gga tec gaa caa aag ctg ate tea gaa gaa 
Ala Asp Thr Ala Pro Thr Gly Ser Glu Gin Lys L N eu lie Ser Glu Glu 
270 275 \ 280 



870 



gac eta aac tea cat cac cat cac cat cac taatctags 
Asp Leu Asn Ser His His His His His His 
285 290 



909 



<210> 2 

<211> 291 

<212> PRT 

<213> Homo sapiens 



<40S)> 2 

Met Lys Tyr Leu Leu Pro Thr Ala Ala Ala Gly Leu Leu Leu Leu Ala 

1 V 5 10 15 

Ala Gto Pro Ala Met Ala Gin Val Gin Leu Gin Gin Ser Gly Ala Glu 

\ 20 25 30 

Leu AlaNArg Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly 

40 45 
Tyr Thr Phk Thr Arg Tyr Thr Met His Trp Val Lys Gin Arg Pro Gly 

50 \ 55 60 

Gin Gly Leu GISu Trp lie Gly Tyr lie Asn Pro Ser Arg Gly Tyr Thr 
65 \ 70 75 80 

Asn Tyr Asn Gin Lys Phe Lys Asp Lys Ala Thr Leu Thr Thr Asp Lys 

85\ 90 95 

Ser Ser Ser Thr Ala\Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp 

100 V 105 110 

Ser Ala Val Tyr Tyr Cys Ala Arg Tyr Tyr Asp Asp His Tyr Ser Leu 

115 \ 120 125 

Asp Tyr Trp Gly Gin Gly Thr Thr Leu Thr Val Ser Ser Ala Lys Thr 

130 13^5 140 

Thr Pro Lys Leu Glu Glu Gly\Glu Phe Ser Glu Ala Arg Val Asp lie 
145 150 \ 155 160 

Val Leu Thr Gin Ser Pro Ala IJ>e Met Ser Ala Ser Pro Gly Glu Lys 

165 \ 170 175 

Val Thr Met Thr Cys Ser Ala Ser ISer Ser Val Ser Tyr Met Asn Trp 

180 1^5 190 

Tyr Gin Gin Lys Ser Gly Thr Ser Prc\Lys Arg Trp lie Tyr Asp Thr 

195 200 \ 205 

Ser Lys Leu Ala Ser Gly Val Pro Ala His Phe Arg Gly Ser Gly Ser 

210 215 \ 220 

Gly Thr Ser Tyr Ser Leu Thr lie Ser GlySMet Glu Ala Glu Asp Ala 
225 230 235 240 

Ala Thr Tyr Tyr Cys Gin Gin Trp Ser Ser Asn Pro Phe Thr Phe Gly 

245 250 \ 255 

Ser Gly Thr Lys Leu Glu lie Asn Arg Ala Asp Vhr Ala Pro Thr Gly 

260 265 \ 270 

Ser Glu Gin Lys Leu lie Ser Glu Glu Asp Leu Asn Ser His His His 

275 280 \285 

His His His \ 
290 \ 

<210> 3 \ 
<211> 906 \ 
<212> DNA \ 
<213> Homo sapiens \ 



<220> 
<221> CDS 
<222> (28) . 



(897) 



<400> 3 

gaattcatta aagaggagaa attaacc atg aaa tac eta ttg cct acg gca gec 

Met Lys Tyr Leu Leu Pro Thr Ala Ala\ 
1 5 



get ggc ttg ctg ctg ctg gca get cag ccg gee atg gcg cag gtg cag 
Ala Gly Leu Leu Leu Leu Ala Ala Gin Pro Ala Met Ala Gin Val Gin 



10 



15 



20 



25 



cXg cag cag tct ggg get gaa ctg gca aga cct ggg gec tea gtg aag 
Le\ Gin Gin Ser Gly Ala Glu Leu Ala Arg Pro Gly Ala Ser Val Lys 
30 35 40 



150 



atg tc<2 tgc aag get tct ggc tac acc ttt act agg tac acg atg cac 
Met SerN^ys Lys Ala Ser Gly Tyr Thr Phe Thr Arg Tyr Thr Met His 
45 50 55 



198 



tgg gta aaa 
Trp Val Lys 
60 



g agg cct gga cag ggt ctg gaa tgg att gga tac att 
gTq Arg Pro Gly Gin Gly Leu Glu Trp lie Gly Tyr lie 
65 70 



246 



aat cct age cgt ggt tat act aat tac aat cag aag ttc aag gac aag 
Asn Pro Ser Arg Gly\Tyr Thr Asn Tyr Asn Gin Lys Phe Lys Asp Lys 
75 \ 80 85 



294 



gac aag gec aca ttg act\ aca gac aaa tec tec age aca gee tac atg 
Asp Lys Ala Thr Leu Thr Vhr Asp Lys Ser Ser Ser Thr Ala Tyr Met 
90 95 \ 100 105 



342 



caa ctg age age ctg aca tct \rag gac tct gca gtc tat tac tgt gca 
Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys Ala 
110 \ 115 120 



390 



aga tat tat gat gat cat tac age ctt gac tac tgg ggc caa ggc acc 
Arg Tyr Tyr Asp Asp His Tyr Ser LeV Asp Tyr Trp Gly Gin Gly Thr 
125 130\ 135 



438 



act etc aca gtc tec tea gec aaa aca aca ccc aag ctt ggc ggt gat 
Thr Leu Thr Val Ser Ser Ala Lys Thr This: Pro Lys Leu Gly Gly Asp 
140 145 \ 150 



486 



ate ttg etc acc caa act cca get tct ttg got gtg tct eta ggg cag 
lie Leu Leu Thr Gin Thr Pro Ala Ser Leu Alk Val Ser Leu Gly Gin 
155 160 \l65 



534 



a 99 9 CC acc atc tcc tgc aa 9 9cc age caa agt gkt gat tat gat ggt 
Arg Ala Thr lie Ser Cys Lys Ala Ser Gin Ser Va\ Asp Tyr Asp Gly 
170 175 180 \ 185 



582 



gat agt tat ttg aac tgg tac caa cag att cca gga cag cca ccc aaa 
Asp Ser Tyr Leu Asn Trp Tyr Gin Gin lie Pro Gly Glri Pro Pro Lys 
190 195 \ 200 



630 



etc etc atc tat gat gca tcc aat eta gtt tct ggg atc cca ccc agg 
Leu Leu lie Tyr Asp Ala Ser Asn Leu Val Ser Gly lie Pro\Pro Arg 
205 210 215 



678 



ttt agt ggc agt ggg tct ggg aca gac ttc acc etc aac atc cac\cct 
Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Asn lie His P v ro 
220 225 230 



726 



9tg gag aag gtg gat get gca acc tat cac tgt cag caa agt act gag 
Val Glu Lys Val Asp Ala Ala Thr Tyr His Cys Gin Gin Ser Thr Glu 
235 240 245 



774 




gat ocg tgg acg ttc ggt gga ggc acc aag ctg gaa ate aaa egg get 

Asp Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu lie Lys Arg Ala 
250 \ 255 260 265 

gat get gfe^j gee get gga tec gaa caa aag ctg ate tea gaa gaa gac 

Asp Ala Ala^ Ala Ala Gly Ser Glu Gin Lys Leu lie Ser Glu Glu Asp 
270 275 280 

eta aac tea csist cac cat cac cat cac taaagatct 

Leu Asn Ser His\ His His His His His 

285 \ 290 



<210> 4 
<211> 290 
<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Lys Tyr Leu Leu 

1 5 
Ala Gin Pro Ala Met 
20 

Leu Ala Arg Pro Gly 
35 

Tyr Thr Phe Thr Arg 
50 

Gin Gly Leu Glu Trp 
65 

Asn Tyr Asn Gin Lys 
85 

Asp Lys Ser Ser Ser 
100 

Glu Asp Ser Ala Val 
115 

Ser Leu Asp Tyr Trp 
130 

Lys Thr Thr Pro Lys 
145 

Ala Ser Leu Ala Val 
165 

Ala Ser Gin Ser Val 
180 

Gin Gin He Pro Gly 
195 

Asn Leu Val Ser Gly 
210 

Thr Asp Phe Thr Leu 
225 

Thr Tyr His Cys Gin 
245 

Gly Thr Lys Leu Glu 
260 

Glu Gin Lys Leu He 
275 

His His 



Ala Ala 




Thr Ala 

Tyr Tyr 

Gly Gin 
135 
Leu Gly 
150 

Ser Leu 

Asp Tyr 

Gin Pro 

He Pro 
215 
Asn He 
230 

Gin Ser 
He Lys 
Ser Glu 



Tyr Met 
105 
Cys Ala 
120 

Gly Thr 

Gly Asp 

Gly Gin 

Asp Gly 
185 
Pro Lys 
200 

Pro Arg 

His Pro 

Thr Glu 

Arg Ala 
265 
Glu Asp 
280 



Ala Gly Leu 
10 

Leu Gin Gin 

Met Ser Cys 

Trp Val Lys 
60 

Asn Pro Ser 
75 

Asp Lys Ala 

\° 

Gin Leu Ser 

ArgNryr Tyr 

Thr iSbi Thr 
\l40 

He Leu Leu 
155 

Arg Ala Thr" 
170 

Asp Ser Tyr 

Leu Leu He 

Phe Ser Gly 
220 

Val Glu Lys 

235 
Asp Pro Trp 
250 

Asp Ala Ala 
Leu Asn Ser 



Leu Leu 

Ser Gly 

30 
Lys Ala 
45 

Gin Arg 

Arg Gly 

Thr Leu 

Ser Leu 
110 
Asp Asp 
125 

Val Ser 



Leu Ala 
15 

Ala Glu 

Ser Gly 

Pro Gly 

Tyr Thr 
80 

Thr Thr 
95 

Thr Ser 
His Tyr 
Ser Ala 




822 



870 



906 



<210> 5 N 
<211> 90( 
<212> DNA 
<213> Homo 



sapiens 



<220> 
<221> CDS 
<222> (28) 



<400> 5 

agatctatta aagagga£jaa attaacc atg aaa tac eta ttg cct acg gca gec 

Met Lys Tyr Leu Leu Pro Thr Ala Ala 
1 5 



54 



get ggc ttg ctg ctg ctgvgca get cag ccg gee atg gcg cag gtg cag 
Ala Gly Leu Leu Leu Leu Via Ala Gin Pro Ala Met Ala Gin Val Gin 
10 15\ \ 20 25 



102 



ctg cag cag tct ggg get gag\ctg gtg agg cct ggg tec tea gtg aag 
Leu Gin Gin Ser Gly Ala Glu Aeu Val Arg Pro Gly Ser Ser Val Lys 
30 \ 35 40 



150 



att tec tgc aag get tct ggc tatVjca ttc agt age tac tgg atg aac 
lie Ser Cys Lys Ala Ser Gly Tyr Ala Phe Ser Ser Tyr Trp Met Asn 
45 Ssp 55 



198 



tgg gtg aag cag agg cct gga cag ggt Nrtt gag tgg att gga cag att 
Trp Val Lys Gin Arg Pro Gly Gin Gly Ueu Glu Trp lie Gly Gin lie 
60 65 \ 70 



246 



tgg cct gga gat ggt gat act aac tac aat 
Trp Pro Gly Asp Gly Asp Thr Asn Tyr Asn 
75 80 



jga aag ttc aag ggt aaa 
y Lys Phe Lys Gly Lys 
85 



2 94 



gee act ctg act gca gac gaa tec tec age aca gee tac atg caa etc 
Ala Thr Leu Thr Ala Asp Glu Ser Ser Ser Thr A\a Tyr Met Gin Leu 
90 95 100 \ 105 



342 



age age eta gca tct gag gac tct gcg gtc tat ttc ngt gca aga egg 
Ser Ser Leu Ala Ser Glu Asp Ser Ala Val Tyr Phe Cvs Ala Arg Arg 
110 115 \ 120 



390 



gag act acg acg gta ggc cgt tat tac tat get atg gac feac tgg ggt 
Glu Thr Thr Thr Val Gly Arg Tyr Tyr Tyr Ala Met Asp Tyr Trp Gly 



438 



125 



130 



caa gga acc tea gtc ace gtc tec tea gee aaa aca aca ccc aag ctt 
Gin Gly Thr Ser Val Thr Val Ser Ser Ala Lys Thr Thr Pro Lys Leu 
140 145 150 



ggc 59t gat ate gtg etc act cag tct cca gca ate atg tct gca tc^t 

Gly Gly Asp lie Val Leu Thr Gin Ser Pro Ala lie Met Ser Ala Se 

155 160 165 

cca ggg gag aag gtc acc atg acc tgc agt gee age tea agt gta agt 




Pro Gly 
170 

tac atg 
Tyr Met 



att tat 
lie Tyr 



5lu Lys 



Val Thr Met 
175 

tac cag cag 
Tyr Gin Gin 

yl90 

tc:c aaa ctg 
Ser Lys Leu 



ggc agt 
Gly Ser 



get gaa 
Ala Glu 
235 

ttc acg 
Phe Thr 
250 

gca cca 
Ala Pro 



tea cat 
Ser His 



999 tct 
Gly Ser 
220 

gat get 
Asp Ala 



ggg a^cc tct 
Gly Tnr Ser 



ttc ggc 
Phe Gly 



act gga 
Thr Gly 



cac cat 
His His 
285 



Thr Cys 



aag tea 
Lys Ser 



get tct 
Ala Ser 
210 

tac tct 
Tyr Ser 
225 

tac tgc 
Tyr Cys 



\aag ttg 
ijys Leu 



tec gaa caa 
Ser Glu Gin 
270 

cac cat cac 
His His His 



Ser Ala 
180 

ggc ace 
Gly Thr 
195 

gga gtc 
Gly Val 



etc aca 
Leu Thr 



cag cag 
Gin Gin 



gaa ata 
Glu He 
260 

ate tea 
He Ser 
275 



Ser Ser Ser 



tec ccc aaa 
Ser Pro Lys 



cct get cac 
Pro Ala His 
215 

ate age ggc 
He Ser Gly 
230 

tgg agt agt 
Trp Ser Ser 
245 

aac egg get 
Asn Arg Ala 



gaa gaa gac 
Glu Glu Asp 




Val Ser 
185 

aga tgg 
Arg Trp 
200 

ttc agg 
Phe Arg 



atg gag 
Met Glu 



aac cca 
Asn Pro 



gat act 
Asp Thr 
265 

eta aac 
Leu Asn 
280 



<210> 6 
<211> 288 
<212> PRT 

<213> Homo sapiens 
<400> 6 



Met 


Lys 


Tyr 


Leu 


Leu 


Pro 


Thr 


1 








5 






Ala 


Gin 


Pro 


Ala 


Met 


Ala 


Gin 








20 








Leu 


Val 


Arg 


Pro 


Gly 


Ser 


Ser 






35 










Tyr 


Ala 


Phe 


Ser 


Ser 


Tyr 


Trp 




50 










55 


Gin 


Gly 


Leu 


Glu 


Trp 


He 


Gly 


65 










70 




Asn 


Tyr 


Asn 


Gly 


Lys 


Phe 


Lys 










85 






Ser 


Ser 


Ser 


Thr 


Ala 


Tyr 


Met 








100 








Ser 


Ala 


Val 


Tyr 


Phe 


Cys 


Ala 






115 










Tyr 


Tyr 


Tyr 


Ala 


Met 


Asp 


Tyr 




130 










135 


Ser 


Ser 


Ala 


Lys 


Thr 


Thr 


Pro 



Lys Leu 



Leu Leu Ala 
15 

Gly Ala Glu 
30 

Ala Ser Gly 

Arg Pro Gly 

ly Asp Thr 
\ 80 
Ala Asp Glu 

V 5 

Ser Glu Asp 
110 \ 
Val GlV Arg 



Val Thr Val 
Val Leu ThrS 



630 



678 



726 



774 



822 



870 



900 



145 










150 


155 




160 


Gin 


Ser\ 


Pro 


Ala 


He 


Met Ser 


Ala Ser Pro Gly Glu Lys 


Val Thr 


Met 










165 




170 


175 




Thr 


Cys 


Ser 


Ala 


Ser 


Ser Ser 


Val Ser Tyr Met Asn Trp 


Tyr Gin 


Gin 








180 






185 


190 




Lys 


Ser 


Gl\ 


Thr 


Ser 


Pro Lys 


Arg Trp He Tyr Asp Thr 


Ser Lys 


Leu 






195^ 








200 205 






Ala 


Ser 


Gly 


Val 


Pro 


Ala His 


Phe Arg Gly Ser Gly Ser 


Gly Thr 


Ser 




210 








215 


220 






Tyr 


Ser 


Leu 


ThV 


He 


Ser Gly 


Met Glu Ala Glu Asp Ala 


Ala Thr 


Tyr 


225 










230 


235 




240 


Tyr 


Cys 


Gin 


Gin 


\Trp 


Ser Ser 


Asn Pro Phe Thr Phe Gly 


Ser Gly Thr 










2*15 




250 


255 




Lys 


Leu 


Glu 


He 


As\ 


Arg Ala 


Asp Thr Ala Pro Thr Gly 


Ser Glu 


Gin 








260 






265 


270 




Lys 


Leu 


He 


Ser 


Glu^ 


\G3ai Asp 


Leu Asn Ser His His His 


His His 


His 



275 

<210> 7 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 7 
gtagtcaagg ctgtaatgat catc 




280 



285 



24 



<210> 8 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<400> 8 

gggaagatgg atccagttgg tgcagcatca gc 



32 



<210> 9 

<211> 32 

<212> DNA 

<213> Homo sapiens 



<400> 9 

ggtgatatcg tkctcacyca rtctccagca at 



32 



<210> 10 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 10 

ccaggggcca gtggatagac aagcttgggt gtcgtttt 



48 



<210> 11 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 11 

cagccggcca tggcgcaggt scagctgcag sagtcwgg 



48 



